In the title compound, C 14 H 14 N 2 O 2 , the angle between the mean plane of the N-methyl-3-nitroaniline system (r.m.s. deviation = 0.0185 Å ) and the p-tolyl unit is 89.79 (4) . In the crystal, hydrogen-bonded chains running along [101] are generated by the linking of neighbouring molecules via N-HÁ Á ÁO and C-HÁ Á ÁO hydrogen bonds involving the 3-nitroaniline systems and forming R 2 2 (8) motifs. 
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Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Recently, N-benzyl-3-nitroaniline was reported (Stilinović & Portada, 2011) . The difference between the title compound and the previously reported one is only in methyl substituent on the N-benzyl moiety, since it was of interest to study the influence of the benzyl moiety substituents on the molecular conformation, and consequently the hydrogen bonding formation.
The addition of methyl substituent on the benzyl moiety in the title compound did not cause any significant conformational difference. The molecule retained a bent conformation with the torsion angle about the central C-N bond of 73.9 (2)° being very similar to analogous one in the recently reported compound (Stilinović & Portada, 2011) .
Furthermore, the N-methyl-3-nitroaniline system in the title compound is nearly ideally planar (r.m.s. deviation of the atoms C1-C7/N1/N2/O1/O2 from their mean plane is 0.0185 Å, with oxygen atom O2 being the one that deviates most from that plane, 0.031 (2) Å). The p-tolyl substituent is tilted at an angle of 89.79 (4)° to the rest of the molecule.
Two neighbouring molecules are connected through the set of N-H···O and C-H···O hydrogen bonds in the head to tail manner forming R 2 2 (8) motifs (Etter, 1990; Bernstein et al., 1995) that generate one-dimensional chains running in the [101] direction. The same hydrogen bonding pattern is also found in N-benzyl-3-nitroaniline (Stilinović & Portada, 2011) what leads to the conclusion that the methyl substituent in p-position to the central C-N bond do not influence neither hydrogen bonding geometry nor general hydrogen bonding framework formation.
The title compound was prepared using a slightly modified procedure (Magyarfalvi, 2008) and isolated in a form of yellow crystalline product. Used: 3-nitroaniline (1.10 g; 7.96 mmol), p-tolualdehyde (1.74 ml; 1.77 g; 14.7 mmol), sodium tetrahydridoborate (0.50 g; 13.2 mmol). Yield: 1.12 g (58%). Upon re-crystallization in ethanol, yellow block-like crystalls suitable for the X-ray experiment were obtained in 3-4 days.
Refinement
In the final cycles of refinement, in the absence of significant anomalous scattering effect, 1856 Friedel pairs were merged and Δf′′ set to zero. The amine H atom was located in the difference Fourier map and freely refined, giving N-H distance of 0.78 (3) Å. All other H atoms were placed in geometrically idealized positions and constrained to ride on their parent C atom at distances of 0.93, 0.96 and 0.97 Å for aromatic, methyl and CH 2 H atoms, respectively, and with U iso (H) = 1.2U eq (C) (for aromatic and CH 2 H atoms), and U iso (H) = 1.5U eq (C) (for methyl group). ) is used only for calculating -R-factor-obs etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
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